CLUSTAL 2.1 multiple sequence alignment

Homo_sapiens                -----------MTSSRLWFSLLLAAAFAGRATALWPWPQNFQTS--DQRY 37

Pan_troglodytes             -----------MTSSRLWFSLLLAAAFAGRATALWPWPQNIQTS--DQRY 37

Mus_musculus                -----------MAGCRLWVSLLLAAALACLATALWPWPQYIQTY--HRRY 37

Rattus_norvegicus           -----------MAGCRLWVSLLLAAALACLATALWPWPQYIQTS--HRRY 37

Canis_lupus_familiaris      -----------MAASGLWLPLLLAAALAGRAAALWPWPQYIQTS--EAHY 37

Bos_taurus                  -----------MAGSTLRFSLLLAAAFAGRATALWPWPQYIQTS--ELRY 37

Gallus_gallus               -----------MAAVAIAARALLLLAAVGPAAALWPQPQLQRSPPAPARC 39

Danio_rerio                 ----MARIAKSPRFCCCLLSVVFVSQFVERVCGVWPLPQEIQQS--AESS 44

Arabidopsis_thaliana        MRGSGAKIAGVLPLFMLFIAGTISAFEDIERLRIWPLPAQVSHG---GRR 47

                                                  :          :** *            

Homo_sapiens                VLYPNNFQFQYDVSSAAQPGCSVLDEAFQRYRDLLFGSGSWPRPYLTGKR 87

Pan_troglodytes             VLYPNNFQFQYDVSSAAQPGCSVLDEAFQRYRDLLFGSGSWPRPYLTGKR 87

Mus_musculus                TLYPNNFQFRYHVSSAAQAGCVVLDEAFRRYRNLLFGSGSWPRPSFSNKQ 87

Rattus_norvegicus           TLYPNNFQFRYHAGSAAQAGCVVLDEAFRRYRSLLFGSGSWPRPSFSKKQ 87

Canis_lupus_familiaris      AIFPHDFQFRYHSSSAAQPGCSVLDEAFQRYRDLLFSSRAWYPPEPTRKL 87

Bos_taurus                  TIFPQSFQFQYHLSSAAQVGCSVLDEAFQRYRDLLFGSVAFRFPHPIEKR 87

Gallus_gallus               PLPPARFHFAHAAGSAVGPGCAVLDEAFQRYRALIFS---AARPAENKQP 86

Danio_rerio                 GLSPQLFTFTYSQDSAAQAGCSVLDTAFKRYFSIIFP--DFTKDALHDMW 92

Arabidopsis_thaliana        MYLSGDFKLVTE-GSKYGDASGILKEGFDRMLGVVRLSHVISGDRNSSGT 96

                               .  * :    .*    .. :*. .* *   ::               

Homo_sapiens                HTLEKNVLVVSVVTPGCNQLPTLESVENYTLTINDDQ----CLLLSETVW 133

Pan_troglodytes             HTLEKNVLVVSVVTPGCNQLPTLESVENYTLTINDDQ----CLLLSETVW 133

Mus_musculus                QTLGKNILVVSVVTAECNEFPNLESVENYTLTINDDQ----CLLASETVW 133

Rattus_norvegicus           QPLGKNILMVSVVTAECNEFPNLESVENYTLTINDDQ----CLLSSETVW 133

Canis_lupus_familiaris      HALEKNSLVVLVVTPGCNQLPSLESLENYTLTINDDH----CFLLSETVW 133

Bos_taurus                  HTSEKNSLVVLVVTPGCDQFPSLGSVENYTLTINDEQ----SLLLSETVW 133

Gallus_gallus               WRTSCTELLVSVTTPGCNGFPSLDSKESYKLNISRDS----MLLYADAVW 132

Danio_rerio                 LEPKAFVLSVSVKTRGCDGYPDEDSDESYNLSVSEGQ----AVLRSVTVW 138

Arabidopsis_thaliana        GGSALLQGLHVIISSSTDELEYG-ADESYKLVVPSPEKPSYAQLEAKSVY 145

                                       : :   :      : *.*.* :          * : :*:

Homo_sapiens                GALRGLETFSQLVWK---SAEGTFFINKTEIEDFPRFPHRGLLLDTSRHY 180

Pan_troglodytes             GALRGLETFSQLVWK---SAEGTFFINKTEIEDFPRFPHRGLLLDTSRHY 180

Mus_musculus                GALRGLETFSQLVWK---SAEGTFFINKTKIKDFPRFPHRGVLLDTSRHY 180

Rattus_norvegicus           GALRGLETFSQLVWK---SAEGTFFINKTKITDFPRFPHRGILLDTSRHY 180

Canis_lupus_familiaris      GALRGLETFSQLVWR---SPEGMFLINKTEIEDFPRFSHRGLLLDTSRHY 180

Bos_taurus                  GALRGLETFSQLIWR---SPEGTFYVNKTDIEDFPRFPHRGLLLDTSRHY 180

Gallus_gallus               GALRGLEAFSQLVGR---DENGMYYINETEIVDFPRFPHRGLLLDTSRHY 179

Danio_rerio                 GALRGLESFSQLVYR---DDYGAYFVNKTEIVDFPRFAFRGLLLDTSRHY 185

Arabidopsis_thaliana        GALHGLQTFSQLCHFNLKKKVIEILMTPWNIIDQPRFSYRGLLIDTSRHY 195

                            ***:**::****      .      :.  .* * ***..**:*:******

Homo_sapiens                LPLSSILDTLDVMAYNKLNVFHWHLVDDPSFPYESFTFPELMRKGSYNPV 230

Pan_troglodytes             LPLSSILDTLDVMAYNKLNVFHWHLVDDPSFPYESFTFPELMRKGSYNPV 230

Mus_musculus                LPLSSILDTLDVMAYNKFNVFHWHLVDDSSFPYESFTFPELTRKGSFNPV 230

Rattus_norvegicus           LPLSSILNTLDVMAYNKFNVFHWHLVDDSSFPYESFTFPELTRKGSFNPV 230

Canis_lupus_familiaris      LPLTTIMDTLDAMAYNKFNVFHWHLVDDSSFPYDSYTFPELTRKGSYNPA 230

Bos_taurus                  LPLASILDTLDVMAYNKFNVFHWHLVDDSSFPYESFTFPELTKKGSYNPA 230

Gallus_gallus               LPLKAILETLDVMAYNKLNVFHWHIVDDPSFPYESFTFPELSKQGAFNAM 229

Danio_rerio                 LPLHAILKTLDAMAYSKFNVFHWHIVDDPSFPYQSRTFPDLSKKGAFHPF 235

Arabidopsis_thaliana        LPLPVIKNVIDSMTYAKLNVLHWHIVDTQSFPLEIPSYPKLWN--GAYSS 243

                            ***  * ..:* *:* *:**:***:**  *** :  ::*.* .  .  . 

Homo_sapiens                THIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGIPGLLTPCYSG 280

Pan_troglodytes             THIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGIPGLLTPCYSG 280

Mus_musculus                THIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGAPGLLTPCYSG 280

Rattus_norvegicus           THIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGAGVPGLLTPCYSG 280

Canis_lupus_familiaris      THIYTAQDVKMVIEYARLRGIRVLAEFDTPGHTLSWGPGVPGLLTPCYSG 280

Bos_taurus                  THIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGVPGLLTPCYSG 280

Gallus_gallus               THVYTASDVQTVIEYARLRGIRVIAEFDTPGHTLSWGPGAPGLLTPCYLG 279

Danio_rerio                 THIYTQSDVMRVIEHARMRGIRVVPEFDSPGHTQSWGKGQPDLLTPCYKG 285

Arabidopsis_thaliana        SQRYTFEDAAEIVNYARRRGIHVLAEIDVPGHALSWGKGYPALWP----- 288

                            :: ** .*.  ::::** ***:*:.*:* ***: *** * * * .     

Homo_sapiens                SEPSGTFGPVNPSLNNTYEFMSTFFLEVSSVFPDFYLHLGGDEVDFTCWK 330

Pan_troglodytes             SEPSGTFGPVNPSLNNTYEFMSTFFLEVSSVFPDFYLHLGGDEVDFTCWK 330

Mus_musculus                SHLSGTFGPVNPSLNSTYDFMSTLFLEISSVFPDFYLHLGGDEVDFTCWK 330

Rattus_norvegicus           SRLSGTYGPVNPSLNSTYDFMSTFFLEISSVFPDFYLHLGGDEVDFTCWK 330

Canis_lupus_familiaris      SHPSGTFGPVNPILNSTYEFMSSFFLEVSSVFPDFYLHLGGDEVDFTCWK 330

Bos_taurus                  SHPSGTFGPVNPALNNTYEFMSTFFLEISTVFPDFYLHLGGDEVDFTCWK 330

Gallus_gallus               KDPSGTYGPINPIFNTTYQFVTSLFQEISSVFPDHFIHLGGDEVDFTCWK 329

Danio_rerio                 GKPSGTYGPVDPTVDTTYRFMERLLKEVKFVFPDSYVHLGGDEVSFACWQ 335

Arabidopsis_thaliana        --SKNCQEPLDVSSDFTFKVIDGILSDFSKIFKFKFVHLGGDEVNTTCWS 336

                               ..   *::   : *: .:  :: :.. :*   ::*******. :**.

Homo_sapiens                SNPEIQDFMRKKGFGEDFKQLESFYIQTLLDIVSSYGKGYVVWQEVFDNK 380

Pan_troglodytes             SNPEIQDFMRKKGFGEDFKQLESFYIQTLLDIVSSYGKGYVVWQEVFDNK 380

Mus_musculus                SNPNIQAFMKKKGF-TDFKQLESFYIQTLLDIVSDYDKGYVVWQEVFDNK 379

Rattus_norvegicus           SNPNIQAFMKKKGF-TDYKQLESFYIQTLLDIVSDYDKGYVVWQEVFDNK 379

Canis_lupus_familiaris      SNPDIQNFMKEKGFGSDFKQLESYYIQTLLNIVSAYDKGYVVWQEVFDNK 380

Bos_taurus                  SNPDIQAFMKKKGFGDDFKKLESFYIQTLLDIVSAYGKGYVVWQEVFDNK 380

Gallus_gallus               SNPEILAFMKKMGFGEDYTKLESYYIQRLLDIVSSLGKGYMVWQEVFDNG 379

Danio_rerio                 SNPSVGKFMEKMGFGRDFTKLESFYMESIMNITAALNKTSIVWQDVFDYH 385

Arabidopsis_thaliana        ATPRIAQWLKKHRM--SEKEAYQYFVLRAQKIALSHGYEIINWEETFINF 384

                            :.* :  ::.:  :  . .:  .:::    .*.   .   : *::.*   

Homo_sapiens                -VKIQPDTIIQVWREDIPVNYMKELELVTKAGFRALLSAPWYLNRISYGP 429

Pan_troglodytes             -VKIQPDTIIQVWREDIPVNYMKELELVTKAGFRALLSAPWYLNRISYGP 429

Mus_musculus                -VKVRPDTIIQVWREEMPVEYMLEMQDITRAGFRALLSAPWYLNRVKYGP 428

Rattus_norvegicus           -VKVRPDTIIQVWREEMPVQYMKEIEAITQAGFRALLSAPWYLNRVKYGP 428

Canis_lupus_familiaris      -VKVRPDTIIQVWREEMPVHYVKEMELITKAGFRALLSAPWYLNHITYGP 429

Bos_taurus                  -VKVRPDTIIQVWREEIPVKYVKELALVTRAGFRALLSAPWYLNHITYGP 429

Gallus_gallus               -VKVRPDTIIHVWKNNLP--YAEEMANVTKSGYRALLSAPWYLNRISYGQ 426

Danio_rerio                 -ERIPQGTVLEIWKGETY---QTELSKMTKAGHRVLLSAPWYINHITYGQ 431

Arabidopsis_thaliana        GSKLNRKTVVHNWLNTGL------VENVTASGLRCIVSNQEFWYLDHIDA 428

                              ::   *::. *           :  :* :* * ::*   :      . 

Homo_sapiens                DWKDFYIVEPLAFEGTPEQKALVIGGEACMWGEYVDNTNLVPRLWPRAGA 479

Pan_troglodytes             DWKDFYVVEPLAFEGTPEQKALVIGGEACMWGEYVDNTNLVPRLWPRAGA 479

Mus_musculus                DWKDMYKVEPLAFHGTPEQKALVIGGEACMWGEYVDSTNLVPRLWPRAGA 478

Rattus_norvegicus           DWKEMYKVEPLAFRGTPAQKALVIGGEACMWGEYVDSTNLVPRLWPRAGA 478

Canis_lupus_familiaris      DWSEIYMVEPLEFKGSPQQKALVIGGEACMWGEYVDSTNLAPRLWPRAGA 479

Bos_taurus                  DWKEIYLVEPLAFEGSPEQKALVIGGEACMWGEYVDSTNLVPRLWPRAGA 479

Gallus_gallus               DWMAAYQVEPLKFKGSSKQKDLVIGGEACMWGEYVDVTNLTPRLWPRAGA 476

Danio_rerio                 DWRNSYAVQPQNFSGTEEQKKLVIGGEVAMWGEYVDATNLNPRLWPRACA 481

Arabidopsis_thaliana        PWQGFYANEPFQNITDKKQQSLVLGGEVCMWGEHIDASDIEQTIWPRAAA 478

                             *   *  :*        *: **:***..****::* :::   :**** *

Homo_sapiens                VAERLWSN--KLTSDLTFAYERLSHFRCELLRRGVQAQPLNVGFCEQEFE 527

Pan_troglodytes             VAERLWSN--KLTSDLTFAYERLSHFRCELLRRGVQAQPLNVGFCEQEFE 527

Mus_musculus                VAERLWSS--NLTTNIDFAFKRLSHFRCELVRRGIQAQPISVGYCEQEFE 526

Rattus_norvegicus           IAERLWSS--NLTTNMDFAFKRLSHFRCELLRRGIQAQPISVGYCEQEFE 526

Canis_lupus_familiaris      VAERLWSN--KLVTNLDSAFKRLTQFRCELLRRGVQAQPLNVGYCEQEFE 527

Bos_taurus                  VAERLWSN--KMVSNLDFAFKRLAHFRCELLRRGVQAQPLSVGYCDMEFE 527

Gallus_gallus               VAERLWSN--ATVRNLQDAYVRLADFRCELLRRGVQAEPLFIGYCDHEFG 524

Danio_rerio                 AAERLWSNE-EKTLNADLAFPRLEEFRCELVRRGIQAEPLFVGHCKHEFN 530

Arabidopsis_thaliana        AAERLWTPYAKLAKNPNNVTTRLAHFRCLLNQRGVAAAPLVGGGRVVPFE 528

                             *****:     . :   .  ** .*** * :**: * *:  *     * 

Homo_sapiens                QT----- 529

Pan_troglodytes             QT----- 529

Mus_musculus                QT----- 528

Rattus_norvegicus           HT----- 528

Canis_lupus_familiaris      QT----- 529

Bos_taurus                  QT----- 529

Gallus_gallus               GF----- 526

Danio_rerio                 GL----- 532

Arabidopsis_thaliana        PGSCLAQ 535
