Human 
>beta-hexosaminidase subunit alpha preproprotein [Homo sapiens]
MTSSRLWFSLLLAAAFAGRATALWPWPQNFQTSDQRYVLYPNNFQFQYDVSSAAQPGCSVLDEAFQRYRD
LLFGSGSWPRPYLTGKRHTLEKNVLVVSVVTPGCNQLPTLESVENYTLTINDDQCLLLSETVWGALRGLE
TFSQLVWKSAEGTFFINKTEIEDFPRFPHRGLLLDTSRHYLPLSSILDTLDVMAYNKLNVFHWHLVDDPS
FPYESFTFPELMRKGSYNPVTHIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGIPGLLTPCYSG
SEPSGTFGPVNPSLNNTYEFMSTFFLEVSSVFPDFYLHLGGDEVDFTCWKSNPEIQDFMRKKGFGEDFKQ
LESFYIQTLLDIVSSYGKGYVVWQEVFDNKVKIQPDTIIQVWREDIPVNYMKELELVTKAGFRALLSAPW
YLNRISYGPDWKDFYIVEPLAFEGTPEQKALVIGGEACMWGEYVDNTNLVPRLWPRAGAVAERLWSNKLT
SDLTFAYERLSHFRCELLRRGVQAQPLNVGFCEQEFEQT

Chimpanzee
>similar to Chain A, X-Ray Crystal Structure Of Ngt-Bound Hexa isoform 8 
[Pan troglodytes]
MTSSRLWFSLLLAAAFAGRATALWPWPQNIQTSDQRYVLYPNNFQFQYDVSSAAQPGCSVLDEAFQRYRD
LLFGSGSWPRPYLTGKRHTLEKNVLVVSVVTPGCNQLPTLESVENYTLTINDDQCLLLSETVWGALRGLE
TFSQLVWKSAEGTFFINKTEIEDFPRFPHRGLLLDTSRHYLPLSSILDTLDVMAYNKLNVFHWHLVDDPS
FPYESFTFPELMRKGSYNPVTHIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGIPGLLTPCYSG
SEPSGTFGPVNPSLNNTYEFMSTFFLEVSSVFPDFYLHLGGDEVDFTCWKSNPEIQDFMRKKGFGEDFKQ
LESFYIQTLLDIVSSYGKGYVVWQEVFDNKVKIQPDTIIQVWREDIPVNYMKELELVTKAGFRALLSAPW
YLNRISYGPDWKDFYVVEPLAFEGTPEQKALVIGGEACMWGEYVDNTNLVPRLWPRAGAVAERLWSNKLT
SDLTFAYERLSHFRCELLRRGVQAQPLNVGFCEQEFEQT

Dog
>beta-hexosaminidase subunit alpha [Canis lupus familiaris]
MAASGLWLPLLLAAALAGRAAALWPWPQYIQTSEAHYAIFPHDFQFRYHSSSAAQPGCSVLDEAFQRYRD
LLFSSRAWYPPEPTRKLHALEKNSLVVLVVTPGCNQLPSLESLENYTLTINDDHCFLLSETVWGALRGLE
TFSQLVWRSPEGMFLINKTEIEDFPRFSHRGLLLDTSRHYLPLTTIMDTLDAMAYNKFNVFHWHLVDDSS
FPYDSYTFPELTRKGSYNPATHIYTAQDVKMVIEYARLRGIRVLAEFDTPGHTLSWGPGVPGLLTPCYSG
SHPSGTFGPVNPILNSTYEFMSSFFLEVSSVFPDFYLHLGGDEVDFTCWKSNPDIQNFMKEKGFGSDFKQ
LESYYIQTLLNIVSAYDKGYVVWQEVFDNKVKVRPDTIIQVWREEMPVHYVKEMELITKAGFRALLSAPW
YLNHITYGPDWSEIYMVEPLEFKGSPQQKALVIGGEACMWGEYVDSTNLAPRLWPRAGAVAERLWSNKLV
TNLDSAFKRLTQFRCELLRRGVQAQPLNVGYCEQEFEQT

Cattle
>beta-hexosaminidase subunit alpha precursor [Bos taurus]
MAGSTLRFSLLLAAAFAGRATALWPWPQYIQTSELRYTIFPQSFQFQYHLSSAAQVGCSVLDEAFQRYRD
LLFGSVAFRFPHPIEKRHTSEKNSLVVLVVTPGCDQFPSLGSVENYTLTINDEQSLLLSETVWGALRGLE
TFSQLIWRSPEGTFYVNKTDIEDFPRFPHRGLLLDTSRHYLPLASILDTLDVMAYNKFNVFHWHLVDDSS
FPYESFTFPELTKKGSYNPATHIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGVPGLLTPCYSG
SHPSGTFGPVNPALNNTYEFMSTFFLEISTVFPDFYLHLGGDEVDFTCWKSNPDIQAFMKKKGFGDDFKK
LESFYIQTLLDIVSAYGKGYVVWQEVFDNKVKVRPDTIIQVWREEIPVKYVKELALVTRAGFRALLSAPW
YLNHITYGPDWKEIYLVEPLAFEGSPEQKALVIGGEACMWGEYVDSTNLVPRLWPRAGAVAERLWSNKMV
SNLDFAFKRLAHFRCELLRRGVQAQPLSVGYCDMEFEQT


Mouse 
>beta-hexosaminidase subunit alpha precursor [Mus musculus]
MAGCRLWVSLLLAAALACLATALWPWPQYIQTYHRRYTLYPNNFQFRYHVSSAAQAGCVVLDEAFRRYRN
LLFGSGSWPRPSFSNKQQTLGKNILVVSVVTAECNEFPNLESVENYTLTINDDQCLLASETVWGALRGLE
TFSQLVWKSAEGTFFINKTKIKDFPRFPHRGVLLDTSRHYLPLSSILDTLDVMAYNKFNVFHWHLVDDSS
FPYESFTFPELTRKGSFNPVTHIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGAPGLLTPCYSG
SHLSGTFGPVNPSLNSTYDFMSTLFLEISSVFPDFYLHLGGDEVDFTCWKSNPNIQAFMKKKGFTDFKQL
ESFYIQTLLDIVSDYDKGYVVWQEVFDNKVKVRPDTIIQVWREEMPVEYMLEMQDITRAGFRALLSAPWY
LNRVKYGPDWKDMYKVEPLAFHGTPEQKALVIGGEACMWGEYVDSTNLVPRLWPRAGAVAERLWSSNLTT
NIDFAFKRLSHFRCELVRRGIQAQPISVGYCEQEFEQT

Rat
>beta-hexosaminidase subunit alpha precursor [Rattus norvegicus]
MAGCRLWVSLLLAAALACLATALWPWPQYIQTSHRRYTLYPNNFQFRYHAGSAAQAGCVVLDEAFRRYRS
LLFGSGSWPRPSFSKKQQPLGKNILMVSVVTAECNEFPNLESVENYTLTINDDQCLLSSETVWGALRGLE
TFSQLVWKSAEGTFFINKTKITDFPRFPHRGILLDTSRHYLPLSSILNTLDVMAYNKFNVFHWHLVDDSS
FPYESFTFPELTRKGSFNPVTHIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGAGVPGLLTPCYSG
SRLSGTYGPVNPSLNSTYDFMSTFFLEISSVFPDFYLHLGGDEVDFTCWKSNPNIQAFMKKKGFTDYKQL
ESFYIQTLLDIVSDYDKGYVVWQEVFDNKVKVRPDTIIQVWREEMPVQYMKEIEAITQAGFRALLSAPWY
LNRVKYGPDWKEMYKVEPLAFRGTPAQKALVIGGEACMWGEYVDSTNLVPRLWPRAGAIAERLWSSNLTT
NMDFAFKRLSHFRCELLRRGIQAQPISVGYCEQEFEHT

Chicken 
>beta-hexosaminidase subunit alpha precursor [Gallus gallus]
MAAVAIAARALLLLAAVGPAAALWPQPQLQRSPPAPARCPLPPARFHFAHAAGSAVGPGCAVLDEAFQRY
RALIFSAARPAENKQPWRTSCTELLVSVTTPGCNGFPSLDSKESYKLNISRDSMLLYADAVWGALRGLEA
FSQLVGRDENGMYYINETEIVDFPRFPHRGLLLDTSRHYLPLKAILETLDVMAYNKLNVFHWHIVDDPSF
PYESFTFPELSKQGAFNAMTHVYTASDVQTVIEYARLRGIRVIAEFDTPGHTLSWGPGAPGLLTPCYLGK
DPSGTYGPINPIFNTTYQFVTSLFQEISSVFPDHFIHLGGDEVDFTCWKSNPEILAFMKKMGFGEDYTKL
ESYYIQRLLDIVSSLGKGYMVWQEVFDNGVKVRPDTIIHVWKNNLPYAEEMANVTKSGYRALLSAPWYLN
RISYGQDWMAAYQVEPLKFKGSSKQKDLVIGGEACMWGEYVDVTNLTPRLWPRAGAVAERLWSNATVRNL
QDAYVRLADFRCELLRRGVQAEPLFIGYCDHEFGGF

Zebrafish 
>beta-hexosaminidase subunit alpha precursor [Danio rerio]
MARIAKSPRFCCCLLSVVFVSQFVERVCGVWPLPQEIQQSAESSGLSPQLFTFTYSQDSAAQAGCSVLDT
AFKRYFSIIFPDFTKDALHDMWLEPKAFVLSVSVKTRGCDGYPDEDSDESYNLSVSEGQAVLRSVTVWGA
LRGLESFSQLVYRDDYGAYFVNKTEIVDFPRFAFRGLLLDTSRHYLPLHAILKTLDAMAYSKFNVFHWHI
VDDPSFPYQSRTFPDLSKKGAFHPFTHIYTQSDVMRVIEHARMRGIRVVPEFDSPGHTQSWGKGQPDLLT
PCYKGGKPSGTYGPVDPTVDTTYRFMERLLKEVKFVFPDSYVHLGGDEVSFACWQSNPSVGKFMEKMGFG
RDFTKLESFYMESIMNITAALNKTSIVWQDVFDYHERIPQGTVLEIWKGETYQTELSKMTKAGHRVLLSA
PWYINHITYGQDWRNSYAVQPQNFSGTEEQKKLVIGGEVAMWGEYVDATNLNPRLWPRACAAAERLWSNE
EKTLNADLAFPRLEEFRCELVRRGIQAEPLFVGHCKHEFNGL

Small flowering plant 
>beta-hexosaminidase 3 [Arabidopsis thaliana]
MRGSGAKIAGVLPLFMLFIAGTISAFEDIERLRIWPLPAQVSHGGRRMYLSGDFKLVTEGSKYGDASGIL
KEGFDRMLGVVRLSHVISGDRNSSGTGGSALLQGLHVIISSSTDELEYGADESYKLVVPSPEKPSYAQLE
AKSVYGALHGLQTFSQLCHFNLKKKVIEILMTPWNIIDQPRFSYRGLLIDTSRHYLPLPVIKNVIDSMTY
AKLNVLHWHIVDTQSFPLEIPSYPKLWNGAYSSSQRYTFEDAAEIVNYARRRGIHVLAEIDVPGHALSWG
KGYPALWPSKNCQEPLDVSSDFTFKVIDGILSDFSKIFKFKFVHLGGDEVNTTCWSATPRIAQWLKKHRM
SEKEAYQYFVLRAQKIALSHGYEIINWEETFINFGSKLNRKTVVHNWLNTGLVENVTASGLRCIVSNQEF
WYLDHIDAPWQGFYANEPFQNITDKKQQSLVLGGEVCMWGEHIDASDIEQTIWPRAAAAAERLWTPYAKL
AKNPNNVTTRLAHFRCLLNQRGVAAAPLVGGGRVVPFEPGSCLAQ

FASTA format 
[bookmark: _GoBack]
>Homo_sapiens
MTSSRLWFSLLLAAAFAGRATALWPWPQNFQTSDQRYVLYPNNFQFQYDVSSAAQPGCSVLDEAFQRYRD
LLFGSGSWPRPYLTGKRHTLEKNVLVVSVVTPGCNQLPTLESVENYTLTINDDQCLLLSETVWGALRGLE
TFSQLVWKSAEGTFFINKTEIEDFPRFPHRGLLLDTSRHYLPLSSILDTLDVMAYNKLNVFHWHLVDDPS
FPYESFTFPELMRKGSYNPVTHIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGIPGLLTPCYSG
SEPSGTFGPVNPSLNNTYEFMSTFFLEVSSVFPDFYLHLGGDEVDFTCWKSNPEIQDFMRKKGFGEDFKQ
LESFYIQTLLDIVSSYGKGYVVWQEVFDNKVKIQPDTIIQVWREDIPVNYMKELELVTKAGFRALLSAPW
YLNRISYGPDWKDFYIVEPLAFEGTPEQKALVIGGEACMWGEYVDNTNLVPRLWPRAGAVAERLWSNKLT
SDLTFAYERLSHFRCELLRRGVQAQPLNVGFCEQEFEQT

>Pan_troglodytes
MTSSRLWFSLLLAAAFAGRATALWPWPQNIQTSDQRYVLYPNNFQFQYDVSSAAQPGCSVLDEAFQRYRD
LLFGSGSWPRPYLTGKRHTLEKNVLVVSVVTPGCNQLPTLESVENYTLTINDDQCLLLSETVWGALRGLE
TFSQLVWKSAEGTFFINKTEIEDFPRFPHRGLLLDTSRHYLPLSSILDTLDVMAYNKLNVFHWHLVDDPS
FPYESFTFPELMRKGSYNPVTHIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGIPGLLTPCYSG
SEPSGTFGPVNPSLNNTYEFMSTFFLEVSSVFPDFYLHLGGDEVDFTCWKSNPEIQDFMRKKGFGEDFKQ
LESFYIQTLLDIVSSYGKGYVVWQEVFDNKVKIQPDTIIQVWREDIPVNYMKELELVTKAGFRALLSAPW
YLNRISYGPDWKDFYVVEPLAFEGTPEQKALVIGGEACMWGEYVDNTNLVPRLWPRAGAVAERLWSNKLT
SDLTFAYERLSHFRCELLRRGVQAQPLNVGFCEQEFEQT

>Canis_lupus_familiaris
MAASGLWLPLLLAAALAGRAAALWPWPQYIQTSEAHYAIFPHDFQFRYHSSSAAQPGCSVLDEAFQRYRD
LLFSSRAWYPPEPTRKLHALEKNSLVVLVVTPGCNQLPSLESLENYTLTINDDHCFLLSETVWGALRGLE
TFSQLVWRSPEGMFLINKTEIEDFPRFSHRGLLLDTSRHYLPLTTIMDTLDAMAYNKFNVFHWHLVDDSS
FPYDSYTFPELTRKGSYNPATHIYTAQDVKMVIEYARLRGIRVLAEFDTPGHTLSWGPGVPGLLTPCYSG
SHPSGTFGPVNPILNSTYEFMSSFFLEVSSVFPDFYLHLGGDEVDFTCWKSNPDIQNFMKEKGFGSDFKQ
LESYYIQTLLNIVSAYDKGYVVWQEVFDNKVKVRPDTIIQVWREEMPVHYVKEMELITKAGFRALLSAPW
YLNHITYGPDWSEIYMVEPLEFKGSPQQKALVIGGEACMWGEYVDSTNLAPRLWPRAGAVAERLWSNKLV
TNLDSAFKRLTQFRCELLRRGVQAQPLNVGYCEQEFEQT

>Bos_taurus
MAGSTLRFSLLLAAAFAGRATALWPWPQYIQTSELRYTIFPQSFQFQYHLSSAAQVGCSVLDEAFQRYRD
LLFGSVAFRFPHPIEKRHTSEKNSLVVLVVTPGCDQFPSLGSVENYTLTINDEQSLLLSETVWGALRGLE
TFSQLIWRSPEGTFYVNKTDIEDFPRFPHRGLLLDTSRHYLPLASILDTLDVMAYNKFNVFHWHLVDDSS
FPYESFTFPELTKKGSYNPATHIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGVPGLLTPCYSG
SHPSGTFGPVNPALNNTYEFMSTFFLEISTVFPDFYLHLGGDEVDFTCWKSNPDIQAFMKKKGFGDDFKK
LESFYIQTLLDIVSAYGKGYVVWQEVFDNKVKVRPDTIIQVWREEIPVKYVKELALVTRAGFRALLSAPW
YLNHITYGPDWKEIYLVEPLAFEGSPEQKALVIGGEACMWGEYVDSTNLVPRLWPRAGAVAERLWSNKMV
SNLDFAFKRLAHFRCELLRRGVQAQPLSVGYCDMEFEQT

>Mus_musculus
MAGCRLWVSLLLAAALACLATALWPWPQYIQTYHRRYTLYPNNFQFRYHVSSAAQAGCVVLDEAFRRYRN
LLFGSGSWPRPSFSNKQQTLGKNILVVSVVTAECNEFPNLESVENYTLTINDDQCLLASETVWGALRGLE
TFSQLVWKSAEGTFFINKTKIKDFPRFPHRGVLLDTSRHYLPLSSILDTLDVMAYNKFNVFHWHLVDDSS
FPYESFTFPELTRKGSFNPVTHIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGPGAPGLLTPCYSG
SHLSGTFGPVNPSLNSTYDFMSTLFLEISSVFPDFYLHLGGDEVDFTCWKSNPNIQAFMKKKGFTDFKQL
ESFYIQTLLDIVSDYDKGYVVWQEVFDNKVKVRPDTIIQVWREEMPVEYMLEMQDITRAGFRALLSAPWY
LNRVKYGPDWKDMYKVEPLAFHGTPEQKALVIGGEACMWGEYVDSTNLVPRLWPRAGAVAERLWSSNLTT
NIDFAFKRLSHFRCELVRRGIQAQPISVGYCEQEFEQT

>Rattus_norvegicus
MAGCRLWVSLLLAAALACLATALWPWPQYIQTSHRRYTLYPNNFQFRYHAGSAAQAGCVVLDEAFRRYRS
LLFGSGSWPRPSFSKKQQPLGKNILMVSVVTAECNEFPNLESVENYTLTINDDQCLLSSETVWGALRGLE
TFSQLVWKSAEGTFFINKTKITDFPRFPHRGILLDTSRHYLPLSSILNTLDVMAYNKFNVFHWHLVDDSS
FPYESFTFPELTRKGSFNPVTHIYTAQDVKEVIEYARLRGIRVLAEFDTPGHTLSWGAGVPGLLTPCYSG
SRLSGTYGPVNPSLNSTYDFMSTFFLEISSVFPDFYLHLGGDEVDFTCWKSNPNIQAFMKKKGFTDYKQL
ESFYIQTLLDIVSDYDKGYVVWQEVFDNKVKVRPDTIIQVWREEMPVQYMKEIEAITQAGFRALLSAPWY
LNRVKYGPDWKEMYKVEPLAFRGTPAQKALVIGGEACMWGEYVDSTNLVPRLWPRAGAIAERLWSSNLTT
NMDFAFKRLSHFRCELLRRGIQAQPISVGYCEQEFEHT

>Gallus_gallus
MAAVAIAARALLLLAAVGPAAALWPQPQLQRSPPAPARCPLPPARFHFAHAAGSAVGPGCAVLDEAFQRY
RALIFSAARPAENKQPWRTSCTELLVSVTTPGCNGFPSLDSKESYKLNISRDSMLLYADAVWGALRGLEA
FSQLVGRDENGMYYINETEIVDFPRFPHRGLLLDTSRHYLPLKAILETLDVMAYNKLNVFHWHIVDDPSF
PYESFTFPELSKQGAFNAMTHVYTASDVQTVIEYARLRGIRVIAEFDTPGHTLSWGPGAPGLLTPCYLGK
DPSGTYGPINPIFNTTYQFVTSLFQEISSVFPDHFIHLGGDEVDFTCWKSNPEILAFMKKMGFGEDYTKL
ESYYIQRLLDIVSSLGKGYMVWQEVFDNGVKVRPDTIIHVWKNNLPYAEEMANVTKSGYRALLSAPWYLN
RISYGQDWMAAYQVEPLKFKGSSKQKDLVIGGEACMWGEYVDVTNLTPRLWPRAGAVAERLWSNATVRNL
QDAYVRLADFRCELLRRGVQAEPLFIGYCDHEFGGF

>Danio_rerio
MARIAKSPRFCCCLLSVVFVSQFVERVCGVWPLPQEIQQSAESSGLSPQLFTFTYSQDSAAQAGCSVLDT
AFKRYFSIIFPDFTKDALHDMWLEPKAFVLSVSVKTRGCDGYPDEDSDESYNLSVSEGQAVLRSVTVWGA
LRGLESFSQLVYRDDYGAYFVNKTEIVDFPRFAFRGLLLDTSRHYLPLHAILKTLDAMAYSKFNVFHWHI
VDDPSFPYQSRTFPDLSKKGAFHPFTHIYTQSDVMRVIEHARMRGIRVVPEFDSPGHTQSWGKGQPDLLT
PCYKGGKPSGTYGPVDPTVDTTYRFMERLLKEVKFVFPDSYVHLGGDEVSFACWQSNPSVGKFMEKMGFG
RDFTKLESFYMESIMNITAALNKTSIVWQDVFDYHERIPQGTVLEIWKGETYQTELSKMTKAGHRVLLSA
PWYINHITYGQDWRNSYAVQPQNFSGTEEQKKLVIGGEVAMWGEYVDATNLNPRLWPRACAAAERLWSNE
EKTLNADLAFPRLEEFRCELVRRGIQAEPLFVGHCKHEFNGL

>Arabidopsis_thaliana
MRGSGAKIAGVLPLFMLFIAGTISAFEDIERLRIWPLPAQVSHGGRRMYLSGDFKLVTEGSKYGDASGIL
KEGFDRMLGVVRLSHVISGDRNSSGTGGSALLQGLHVIISSSTDELEYGADESYKLVVPSPEKPSYAQLE
AKSVYGALHGLQTFSQLCHFNLKKKVIEILMTPWNIIDQPRFSYRGLLIDTSRHYLPLPVIKNVIDSMTY
AKLNVLHWHIVDTQSFPLEIPSYPKLWNGAYSSSQRYTFEDAAEIVNYARRRGIHVLAEIDVPGHALSWG
KGYPALWPSKNCQEPLDVSSDFTFKVIDGILSDFSKIFKFKFVHLGGDEVNTTCWSATPRIAQWLKKHRM
SEKEAYQYFVLRAQKIALSHGYEIINWEETFINFGSKLNRKTVVHNWLNTGLVENVTASGLRCIVSNQEF
WYLDHIDAPWQGFYANEPFQNITDKKQQSLVLGGEVCMWGEHIDASDIEQTIWPRAAAAAERLWTPYAKL
AKNPNNVTTRLAHFRCLLNQRGVAAAPLVGGGRVVPFEPGSCLAQ


